examples of FCM derived histograms of MDA-MB-231 cells treated with (A) DMSO, (B) 80 μM 9, (C) 160 μM 9 and WiDr cells with (D) DMSO, (E) 8 μM 9, and (F) 16 μM 9. Cell-cycle distributions were calculated using ModFitLT 5.0 software. Doublet-discrimination was performed prior to ModFit analysis utilizing FL2-area and FL2-width dot plots to control for cell clumping during enumeration of DNA content. Average + sem of G 0 /G 1 , S and G 2 /M populations of minimum three individual experiments in (G) MDA-MB-231 and (H) WiDr cell lines were calculated and plotted. Statistical significance was calculated using repeated measures one-way ANOVA ( * P < 0.05). DMSO treated cells were used as controls. Propyl (1) 12 ± 1 11 ± 1 Allyl (2) 29 ± 2 24 ± 6 Butyl (3) 9 ± 1 14 ± 2 Isobutyl (4) 11 ± 4 17 ± 2 Pentyl (5) 34 ± 7 85 ± 8 Pyrrolidinyl (6) 48 ± 20 48 ± 4 Piperidinyl (7) 25 ± 5 58 ± 13 Benzyl (8) 25 ± 3 32 ± 3 Phenyl (9) 8 ± 1 18 ± 8 Na salt of 9 11 ± 3 23 ± 1
Supplementary
These values were determined using MCT1 expressing RBE4 and MCT4 expressing MDA-MB-231 cell lines. Average ± SEM of minimum three separate experiments. Adjacent residues are analogous amino acids in the aligned sequences.

